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Class6

1. Globa Pairwise Sequence Alignment
A.  Distance Methods — how different are the sequences
B.  Alignment with Tandem Duplication — Uses the DS model whichisa
different evolutionary mode with duplications,
subgtitutions and inddls
C.  Smilarity Methods — aign many sequences with of different lengths
and find optima dignment of al sequences

Distance Methods —
Additivity of Alignment Distances
Proof rdaing dignment to dignment distance
Needleman-Wunch Distance
Dynamic Programming
Traceback
Examples
Alignment with Ggp Pendlty
Gotoh's Algorithm



